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Abstract

Cell fate specification in the development of zygote into embryo proper is regulated at multiple

levels. During the early embryonic development of mammals, formation of the three primary germ layers, ecto-

derm, mesoderm, and endoderm, as the results of gastrulation, provides a blueprint for morphogenesis and organo-

genesis. However, a comprehensive genome-wide molecular annotation of the mechanisms that determine the tissue

architecture and lineage specification of the three germ layers has not been clarified. We show that the entire process

of the specification of the ectoderm, mesoderm and endoderm lineages is revealed by analyzing the spatiotemporal

transcriptomes of mouse early embryos.
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Fig.1 Mouse early embryo development from zygote to gastrulation (modified from reference [6])
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Fig.2 The spatial domain of cell populations and the connection of spatial domains based on the correlation of

averaged regulon activities across early developmental stages (modified from reference [37])
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